
and describes manifestations and correlates of MJ and CC
among participants.
Methods A cross sectional study using multistage cluster sam-
pling was conducted among public high school students, aged
14–19 years, in two districts in Panama City from August-
November 2015 and June-August 2016. Participants self-
administered a questionnaire and gave biological samples.
Those who acknowledged prior sexual activity (PSA) were
tested for HIV and other STI (syphilis, chlamydia, gonorrhoea,
trichomoniasis, M. genitalium, and hepatitis B surface antigen).
Results Of the 1228 male and female participants, 57.7% of
males and 58.5% of females reported PSA; 23.1% of partici-
pants reporting PSA had �1 positive STI test. Positive STI
tests or PSA were not correlated with MJ or CC. Manifesta-
tions of MJ were found in 19.6% of participants; correlates
include low confidence in personal HIV knowledge
(AOR=2.5, 95% CI: 1.3–5.0) and belief that HIV+ classmates
should be excluded from school (CES) (AOR=2.7 95% CI:
1.6–4.6). Almost half (48.8%) of participants answered affir-
matively to 2–9 scenarios of transmission by CC. High confi-
dence in personal HIV knowledge was protective for belief of
transmission through CC (AOR=0.6, 95% CI: 0.4–0.9); par-
ticipants with belief in CES were more likely to believe in
transmission by CC (AOR=2.0 95% CI: 1.3–3.2).
Conclusion This study found high STI prevalence in public
school adolescents from two districts in Panama City. Poor
confidence in personal HIV knowledge and exclusion through
CES were correlated with MJ of PLHIV, and belief in HIV
transmission through CC. This study identifies the need for
effective educational interventions to increase HIV transmis-
sion knowledge and decrease negative attitudes towards
PLHIV.
Support: Funding for this study came from the Panamanian
Ministry of Economics and Finance
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Introduction Sexual behaviour changes during a person’s life
course. Insights in sexual careers of men who have sex with
men (MSM) may optimise timing of HIV prevention methods.
Our objectives were to develop a behavioural risk score for
HIV seroconversion and study trajectories of sexual behaviour
over time.
Methods Longitudinal data from the Amsterdam Cohort Stud-
ies on HIV and AIDS (ACS) were used. We included HIV-neg-
ative MSM who visited the ACS at least once between May
2007 and April 2016 (n=820). MSM were bi-annually tested
for HIV and completed a questionnaire about their sexual
behaviour in the preceding six months. The following

behavioural variables were selected a priori: number of casual
partners with insertive or receptive anal intercourse (AI), con-
dom use during AI, number of condomless AI partners with
unknown or positive HIV status, and AI during group sex.
Using Poisson regression, we calculated a risk score for HIV
seroconversion. This score was used in growth mixture model-
ling to examine trajectories of sexual behaviour since first
male sexual contact.
Results During follow-up 49 MSM seroconverted. Predictors
of seroconversion in multivariable analyses were number of
casual partners with receptive AI (log transformed IRR: 1.63,
95% CI: 1.20–2.22) and number of condomless insertive AI
partners with unknown or positive HIV status (log trans-
formed IRR: 1.73, 95% CI: 1.24–2.42). We identified 3 sex-
ual risk behaviour trajectories: Decreasing high risk (7% of
MSM) with high risk behaviour at start of sexual career and
decreasing risk over time; Increasing high risk (3%) with low
risk behaviour at start of sexual career and increasing risk
over time; and Low risk (90%) with relatively low risk
throughout the career. MSM in the decreasing high risk trajec-
tory were younger at first sexual contact than MSM in the
Low risk trajectory.
Conclusion We identified 3 distinct sexual career trajectories.
Increasing risk behaviour during the life course was found in
a small group of MSM. The trajectories of these men might
provide clues for time-tailored interventions.

P3.10 HPV CLEARANCE IN A BRAZILIAN WOMEN LIVING WITH
HIV COHORT

1,2,3AGA Travassos, 4EM Netto, 4E Xavier-Souza, 2,3IP Nóbrega, 3KSAG Brandão,
2,3PMA Silva, 3SA Fernandes, 3K Abbehusen, 4M Timbó, 3T Haguihara, 5FS Ferreira,
4CA Brites. 1Universidade do Estado da Bahia – UNEB, Brazil; 2Brazilian Society for STD,
Brazil; 3Centro Especializado em Diagnóstico, Assistência e Pesquisa – CEDAP, Brazil;
4Universidade Federal da Bahia – UFBA; 5Laboratório Central de Saúde Pública da Bahia –
LACEN/BA, Brazil
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Introduction Persistent infection with high-risk human papillo-
mavirus (HR-HPV) is necessary for the development of pre-
cursor lesions and cervical cancer. HPV infection among
women living with HIV/AIDS (WLHA) occurs more fre-
quently, presents a higher parcel of persistent infections and
an earlier progression to cancer. We aimed to evaluate the
HR-HPV infection and clearance, and its association with HIV
viral suppression, immunological response, and other risk fac-
tors among WLHA followed in a STD/HIV reference centre.
Methods This is a cohort study conducted at a reference
centre for STD/AIDS in Northeastern Brazil from September
2013 to September 2015. Follow-up visits were conducted at
6 and 12 months from enrolment, where socio-epidemiological
data was obtained through standardised form. Cervical samples
were collected for conventional cytology and HPV DNA
research (PCR COBAS Roche) in addition to blood samples
for TCD4+ lymphocyte count and HIV viral load.
Results We prospectively evaluated 333 women. HR-HPV
DNA prevalence was 39.6% during the follow-up. HPV-16
was present in 6.0%, HPV-18 in 5.4% and 37.8% WLHA had
other HR-HPV (31,33,35,39,45,51,52,56,58,59,66 and 68).
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The HR-HPV incidence was 10.6% in 6 months visit and
6.5% in 12 months visit. Variables associated with HR-HPV
incidence were: age £30 years, combined oral contraceptive
use, smoking and detectable HIV viral load. The HR-HPV
clearance was 31.7% and was associated with age >30 years
and lymphocytes count >350 cels/mm3 at enrolment. Nulli-
parous women had higher HR-HPV clearance rates.
Conclusion These findings have contributed to the knowledge
about the group of women that need a more careful HPV
screening, while described the association of efficient immuno-
logical response and HIV viral suppression with a lower HR-
HPV incidence and increased clearance of HPV-HR.

P3.11 BIOTYPES, BIOFILM AND PHOSPHOLIPASE C
PRODUCTION OF GARDNERELLA VAGINALIS
ASSOCIATED WITH NORMAL FLORA AND BACTERIAL
VAGINOSIS

AK Estrada-Moreno, K Cortés-Sarabia, LC Alarcón Romero, E Flores-Alfaro, N Castro-
Alarcón, A Vences-Velázquez. Autonomous University of Guerrero, Chilpancingo, Mexico
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Introduction Bacterial vaginosis (BV) is the most common vagi-
nal infection among women around the world, characterised
by the replacement of the normal vaginal microbiota by anae-
robic bacteria, mainly G. vaginalis a Gram negative coccobacil-
lus that is isolated in up to 98% of the cases. This bacterium
is classified into eight biotypes and has several virulence fac-
tors such as the production of biofilm and phospholipase C
(PLC) that are associated with gineco-obstetric complications.
Therefore, it is necessary to evaluate the relationship between
biotypes and virulence factors with BV, which was the main
objective of this study.
Methods 250 samples of vaginal swab were analysed; the sam-
ples were inoculated on Columbia agar for the isolation of G.
vaginalis. We use Amsel and Nugent criteria for the classifica-
tion of vaginal flora and for the diagnosis of BV. For biotyp-
ing, we use Piot et al 1984 classification (hydrolysis of
hippurate, b-galactosidase and lipase). Biofilm production was
performed in 96-well plates and the results were classified as
non-producing (<0.1), moderate (0.1–0.2) and abundant
(>0.2). We measured PLC production on skim milk agar.
Results We isolated G. vaginalis in 75% (187) of the samples,
of wich 15% (37) were associated with BV whereas 60%
(150) with normal flora. We identify biotypes 1 (19%), 2
(8%), 5 (16%) and 6 (57%) in BV cases, whereas in normal
flora we identify the same biotypes at different frequency [1
(22%), 2 (11%), 5 (21%) and 6 (46%)]. We observed PLC
production in 22% of the cases associated with BV and at
27% in normal flora. We observed that 76% of strains associ-
ated with BV were non-producers, 19% were moderate and
5% were abundant, whereas in the normal flora group was
66%, 26% and 8%, respectively.
Conclusion: G. vaginalis was isolated in 75% of the samples
(15% associated with BV and 60% in normal flora). We iden-
tified biotypes 1, 2, 5 and 6 of G. vaginalis; the production
of PLC and biofilm was similar in both study groups. We
couldn’t associate biotypes and virulence factors with BV.

P3.12 FREQUENCY AND DISTRIBUTION OF CHLAMYDIA
TRACHOMATIS INFECTION AMONG YOUNG PREGNANT
WOMEN IN ARGENTINA

1AC Entrocassi, 1L Grifes Paisan, 1M Quirno Costa, 1ML Gallo Vaulet, 1D Sosa, 2C Ramos,
2J Junges, 2M D’Errico, 2C Varela, 2E Acosta, 1M Rodríguez Fermepin. 1Universidad de
Buenos Aires, Facultad de Farmacia y Bioquímica, Departamento de Bioquímica Clínica,
Unidad de Estudios de Chlamydiae y otras infecciones del tracto genital, Argentina; 2HSEMI
Hospital Subzonal Especializado Materno Infantil “Ana Goitia”, Avellaneda, Buenos Aires,
Argentina
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Introduction: Chlamydia trachomatis causes the most frequent
bacterial Sexually Transmitted Infection (STI) in the world.
Previous results showed that in Buenos Aires, Argentina, ado-
lescent pregnant women have an unusually high prevalence of
this infection. Our aim was to define the frequency of C. tra-
chomatis infection among pregnant women, and to describe
its association pattern.
Methods Starting on May 2016, voluntary participation for
this study was offered to every pregnant woman attending the
Hospital Materno Infantil “Ana Goitia” (Avellaneda, Buenos
Aires) during her routine pregnancy control. Those who
accepted and signed the Informed Consent form were
enrolled. Cervico-vaginal lavage and first catch urine samples
were collected. Detection of Chlamydia trachomatis was per-
formed using Real Time PCR. This preliminary report shows
the results for the first four months of a two years study,
which is still ongoing.
Results One hundred and nineteen pregnant women aged
between 14 and 39 years-old were enrolled, with a mean age
of 22.85 years-old. Sixty four (53.78%) of them were younger
than 22 years-old. C. trachomatis infection was detected on
22 (18.49%) women. The majority of the chlamydia infected
patients (76.19%) were 21 years-old or less, which is statisti-
cally significant related to the age distribution of the whole
analysed group OR: 3,27 (1.11–9.62) p<0.05. Eleven out of
16 C. trachomatis infected patients (68.75%) were associated
to lack of inflammatory reaction on vaginal content.
Conclusion The frequency of Chlamydia trachomatis infection
on the analysed group was high, and was also significantly
associated to the age of the studied women, being higher on
women younger than 21 years-old (25%) than on the older
ones (9.09%). This evidence supports the need of assessing
the addition of the detection of C. trachomatis infection to
routine pregnancy control of younger women in Argentina.

P3.13 HIGH-RISK PAPILLOMAVIRUS INFECTION AND CERVICAL
CANCER AMONG WOMEN LIVING WITH HUMAN
IMMUNODEFICIENCY VIRUS: BRAZILIAN MULTICENTRIC
STUDY

1Angelica E Miranda, 2Mariangela F Silveira, 3Ana Gabriela Travassos, 4Teresinha Tenorio,
5Isabel Cristina Chulvis do Val, 6Leonor Lannoy, 7Hortensio S Mattos-Junior, 8Newton S de
Carvalho. 1Universidade Federal do Espirito Santo – Vitoria – ES, Brazil; 2Universidade
Federal de Pelotas, Pelotas – RS, Brazil; 3Universidade Estadual da Bahia, Salvador – BA,
Brazil; 4Universidade Federal de Pernambuco, Recife – PE, Brazil; 5Universidade Federal
Fluminense, Niterói – RJ, Brazil; 6Unidade de Saúde Mista da Asa Sul, Brasília – DF, Brazil;
7Laboratório São Marcos, Vila Velha – ES, Brazil; 8Universidade Federal do Paraná, Curitiba
– PR, Brazil

10.1136/sextrans-2017-053264.250

Introduction Although HPV infections can clear spontaneously,
persistence of high-risk-HPV is a risk factor for cervical cancer
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