Supplementary table 1. HPV type attribution in relation to cervical (pre) cancer
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* ”Single type infection” is calculated by the frequency of each HPV genotype.
** ”Proportional attribution” of a specific HPV genotype in a multiple infection is assessed according to the frequency of that genotype at the respective disease category. (Wentzensen et al. 2010)
*** In ”any infection attribution” each infection is accounted fully to the lesion. (Wentzensen et al. 2010)
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cancer CIN3/CIS CIN2 CIN1 total cancer CIN3/CIS CIN2 CIN1 total cancer  CIN3/CIS CIN2 CIN1
type % % n_ % _n % n % % n % % % n__ % n
hrHPV
16 |36 34,6% 14 34,1% 393 378% 184 449% 113 29,0% 54 13,6% 33,3% |40 38,5% 19 46,3%
18 13,5% 7,3% 142 13,7% 7,3% 10,0% 0,77 1,9% 9,8% |15 14,4% 7,3%
31 3,8% 9,8% 40 3.8% 11,7% 56% 46 11,6% 7,0% 3.8% 14,6%
33 2,9% 2,4% 3,1 3,0% 3.8% 6,0% 14 3,6% 3.8% 3.8% 7,3%
35 2,9% 30 2,9% 10,3% 3,1% 2,9%
39 1,0% 1,0 0,96% 2,6% 0,10 0,24% 0,94% 1,0%
45 6,7% 4,9% 7,1 6,9% 4,9% 18% 1,8 45% 52% 7,7% 4,9%
51 1,9% 4,9% 25 24% 4,9% 103% 3,1  7,9% 52% 2,9% 4,9%
52 3,8% 4,9% 4,1  4,0% 6,9% 55% 1,0 2,5% 4,5% 4,8% 9,8%
56 1,5% 0,75 1,9% 0,59%
58 3,8% 4,9% 45 43% 6,7% 2,6% 23 57% 4,7% 4,8% 7,3%
59 1,0% 1,0 0,96% 1,0 2,5% 0,89% 1,0%
66 2,4% 2,9% 1,3% 0,75% 4,9%
68 1,9% 20 1,9% 1,0 2,5% 1,3% 1,9%
IrHPV
6 1,1% 20 50% 1,1%
44 0,03%
53 1,3% 12 3,0% 0,75%
54 0,10% 047 12% 0,22%
61 0,33 0,83% 0,15%
67 0,45%
70 0,9% 097% 2,0 5,0% 1,2%
71 0,33 0,83% 0,15%
74 0,01%
82 1,0% 0,4% 0,96% 0,45%
91 0,33 0,83% 0,15%
X 3,8% 1 25% 2,2% 3,8% 1,0 2,5% 2,2%
Total | 87 83,7% 75,6% 27 692% 21 52,5% [ 166 74,1% 88,5% 95,1% 89,7% 31 77,5% 87,9%





